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Fig. 1. The flow chart of wine production.
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Fig. 3. Changes of total acidity in Campbell's Early and Geubong wines
fermented with Saccharomyces cerevisiae 11850 and EC1118. ¢ - O =~
Campbell's Early with S. cerevisiae 11850, < — @ -’ Campbell's Early

with S. cerevisiae EC1118, < —A -’ Geubong with S. cerevisiae 11850,
‘— A -’ Geubong with S. cerevisiae EC1118.
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Table 2. Physicochemical properties of Campbell's Early and Geubong
wines fermented with Saccharomyces cerevisiae 13850 and EC1118

Campbell's early Geubong
1J850 EC-1118 11850 EC-1118
Fermentation temperature (°C)  27-29 2729 2729  27-29
Alcohol content (%, v/v) 11.0 10.6 13.0 12.5
pH 3.24 3.17 3.28 3.25
Total acidity (g/L tartaric acid) 9.3 12.1 92 10.7
Gravity 0.99 0.99 0.99 0.99
°Brix 5.6 5.6 6.2 6.0
Initial weight (kg) 0.65 0.65 0.60 0.60
Production of wine (ml) 525 497 527 507
Yield (%) 80.8 76.5 87.8 84.5
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Table 1. The results of BLAST search of the 26S rDNA region sequence obtained from strain 1J850

Fragment sequenced (bp) Species and strain designation GenBank accession no. Similarity (%)
561 Saccharomyces cerevesiae isolated TZSc5 EF489415 99.7
592 Saccharomyces cerevesiae clone N235 EF192590 99.7
602 Saccharomyces cerevisiae strain PR1 EF063139 99.7
583 Saccharomyces cerevisiae isolate G89 DQ466538 99.7
572 Saccharomyces cerevisiae NRRL Y-12649 AY130346 99.7
561 Saccharomyces cerevisiae strain TepR27 AF533068 99.7
3911 Saccharomyces cerevisiae JO1355 99.7

“Relation of similarity of number of nucleotides in 26S rDNA fragment between isolate and GenBank accession strain
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Fig. 4. The concentrations of total phenolic compounds in Campbell's
Early and Geubong wines fermented with Saccharomyces cerevisiae
17850 and EC1118.

Table 3. Color density properties of Campbell's Early and Geubong
wines fermented with Saccharomyces cerevisiae 11850 and EC1118

Campbell's early Geubong
1J850 EC-1118 1850 EC-1118
L' 35 4.1 34 34
a' 54.0 543 55.3 55.1
b* 425 427 423 422

L": lightness, a": redness, b": yellowness
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ABSTRACT: Isolation and Identification of Wild Yeast and Its Use for the Production of Grapewine
Jung In Kim, Nam Keun Lee, and Young Tae Hahm* (Department of Biotechnology, Chung
Ang University, Anseong 456-756, Korea)

The domestic cultured Campbell’s Early and Geubong grapes were fermented for the production of red wines
with the isolated wild yeast Saccharomyces cerevisiae 11850, For the isolation of wild yeast, Geubong and
Campbell’s Early grapejuices were naturally fermented at room temperature for 6 days without adding stater
culture. The strain isolated from Geubong which has 1.8 times higher fermentative ability than the strains iso-
lated Campbell Early was selected. The selected strain was identified by using 26S rDNA sequencing. The
strain showed 99.7% of similarity with Saccharomyces cerevisiae and thus identified as Saccharomyces cer-
evisiae 11850. It was investigated the fermentative ability as the start culture. For the production of grapewine,
the final sugar concentrations of grapejuices were adjusted to the 25°Brix with anhydrous glucose. The
grapejuices were fermented at room temperature for 10 days in the air-locked bottles filled with CO, gas. The
final yield and alcohol concentration of Campbell's Early and Geubong grapewines fermented with the isolated
wild yeast were 80.8%, 11.0% and 87.8%, 13.0%, respectively. Between the isolated wild yeast S. cerevisiae
1J850 and the commercial yeast S. cerevisiae EC1118, total acidities of grapewines produced with wild yeast
were lower than those produced with the commercial yeast. The pH values and the values of color analysis of
grapewines produced with both strains were similar. The total phenol contents of Campbell’s Early and Geu-
bong wines produced with the isolated yeast and the commercial yeast were obtained in the range of 75 to 125
mg/L. In conclusion, S. cerevesiae 11850 isolated from the domestic cultured Geubong grape is able to use to
produce grapewines as stater culture.



