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peptone No 3 10 g, beef extract 10 g, yeast extract 5 g, dextrose Table 1. Phenotypic characteristics of L. plantarum HB1 and RO7

20 g, polysorbate80 1g, ammonium citrate 2 g, sodium acetate HBI RO7
5g, MgSO, - 7TH,0 0.1 g, MnSO, *+ 7TH,0 0.1 g, K,HPO, 2 g per Glycerol - -
1L of dH,O)llM wiekslsde). & A7t A o2 #5e| A4S Erythritol - -
spectrophotometer (UVICON930)Z- 0|83} 600 nmel| Al S48} D-Arabinose - -
et L-Arabinose - +
Adonitol - -
PCR ¥ sequencing B-Methyl-xyloside . )
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PCRS 3Y3}9lt}. PCRS denaturationS 95°Ce| A 30 sec, L-Sorbose ) )
annealing 50°Coll A 30 sec, extension> 72°CelM 1 minZ}, 35 Rhamnose i i
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o] FATH(Table 1).
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Fig. 1. L. plantarum HB1 growth depending on various pHs at pH 4
(@), 5O), 8(M) and 10(0)).
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Fig. 3. Nitrite elimination by L. plantarum HB1 culture. L. plantarum
HBI1 was cultured in MRS liquid media for 6 hr, and then 400 pM
NaNO, was added to the culture (@ ). MRS liquid media containing
400 pM NaNO, only ( O). OD values were determined at 520 nm
using Griess reagent.
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1. [CGAAGAACCT TACCAGGTCT TGACATACTA TGAAAATCTA AGAGATTAGA CGTTCCCTTC GGGGACATGG ATACAGGTGG TTCATGGﬂ:G TCAATCACTA GTGAATTCGC GGCCGCCTGC

2. ICGMGMCCT TACCAGGTCT TGACATACTA TGCAAATCTA AGAGATTAGA CGTTCCCTTC GGGGACATGG ATACAGGTGG TGCATGG!‘I‘G TCGTCAGCTC GTGTCGTGAG ATGTTGGGTT

3. |CGAAGAACCT TACCAGGTCT TGACATACTA TGCAAATCTA AGAGATTAGA CGTTCCCTTC GGGGACATGG ATACAGGTGG TGCATGG'I.‘I‘G TCGTCAGCTC GTGTCGTGAG ATGTTGGGTT

4. GAGCAACGCC GCGTGAGTGA TGAAGGTCTT AGGATCGTAA AACTCTGTTG TTAGGGAAGA ACAAATTTGT TAGTAACTGA ACAAGTCTTG ACAATCACTA GTGAATTCGC GGCCGCCTGC

5. CAGCCGTCTA AGGTGGGACA GATGATTGGG GTGAAGTCGT AACAAGGTAG CCGTAGGAGA AGTGCGGCTG GATCACCTCC TTGTCGACGC GTAATCACTA GTGAATTCGC GGCCGCCTGC

Fig. 2. 16S rRNA gene alignment. Each 16S rRNA gene was compared by using the BLAST function of the National Center for Biotechnology
Information. 1, L. plantarum HB1; 2, L. plantarum RO7; 3, L. plantarum WCFS1; 4, Staphylococcus sp.; 5, L. salivarus. [ indicates consensus

sequences of 1, 2, 3, and _ indicates those of 1, 4, 5.
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Fig. 4. Acidity change of yogurt. Acidity of milk fermented with L.
plantarum HB1 (@) or milk only (O) was determined.
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ABSTRACT : Isolation of Lactobacillus plantarum HB1 from Tongchimi and Its Nitrite-Scavenging Effect
Hyung Jae Yoo, Sun Suk Lee, Dong Seok Lee!, and Han Bok Kim* (Department of Life Sci-
ence, Hoseo University, Asan 336-795, "Department of Medical Laboratory Science, Inje Uni-

versity, Kimhae 621-749, Korea)

To obtain large pools of lactic acid bacteria, a strain was isolated from Tongchimi. Through its sugar fer-
mentation and analysis of 16S rRNA gene, it was identified to be Lactobacillus plantarum HB1. This strain is
Gram-positive and catalase-negative. In the range of 1~88 bp in the HB1 16S rRNA gene, the HB1 strain was
homologous with other L. plantarum strains by almost 100 %, and in the range of the rest 32 bp, the HB1 strain
showed considerable variation, compared to other strains. Nitrate which may exist in radish can be easily con-
verted to nitrite. The nitrite interacts with amine, and becomes nitrosamine which may cause stomach cancer.
The culture obtained by HBI1 strain could eliminate 400 uM nitrite within 1.5 hr. It is necessary to isolate spe-
cific components which are involved in nitrite elimination in the culture and to study on its mechanism.
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